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. Genome wide ancestry analysis [PCA (A); admixture (B,C)] of Populus balsamifera and P. trichocarpa individuals based on 971K SNPs from 3691 genes in all 19 chromosomes. Figure S2 . Average width of P. balsamifera introgressed blocks in admixed P. trichocarpa individuals (blue) and P. trichocarpa introgressed blocks in admixed P. balsamifera individuals (red). Figure S3 . Average P. balsamifera (A) and P. trichocarpa (B) introgressed ancestry in admixed P. trichocarpa individuals (A) and admixed P. balsamifera individuals (B) in 19 chromosomes. Figure S4 . Correlation between the levels of P. trichocarpa introgressed ancestry and distance to the telomeres (Pearson r 2 =-0.0024, p-value = 0.734). Figure S5 . Proportion of introgressed ancestry in admixed individuals across six chromosomes that showed SNPs significantly associated with sex (grey lines) (Geraldes et al. 2016) .
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C. Q-balsa RASPberry-balsa Figure S2 . Average width of P. balsamifera introgressed blocks in admixed P. trichocarpa individuals (blue) and P. trichocarpa introgressed blocks in admixed P. balsamifera individuals (red).
A. B. Figure S3 . Average P. balsamifera (A) and P. trichocarpa (B) introgressed ancestry in admixed P. trichocarpa individuals (A) and admixed P. balsamifera individuals (B) in 19 chromosomes. Figure S4 . Correlation between the levels of P. trichocarpa introgressed ancestry and distance to the telomeres (Pearson r 2 =-0.0024, p-value = 0.734). Figure S5 . Proportion of introgressed ancestry in admixed individuals across six chromosomes that showed SNPs significantly associated with sex (grey lines) (Geraldes et al. 2016) . Blue lines correspond to introgressed P. balsamifera ancestry into P. trichocarpa and red lines correspond to introgressed P. trichocarpa ancestry into P. balsamifera. Candidate regions for adaptive introgression -peaks above broken line -have introgressed ancestry higher than 3 standard deviations from the weighted mean across the whole genome based on SNP density per window (broken line). Tables  Table S1 . List of P. trichocarpa and P. balsamifera accessions used in this study and biogeographical data (latitude, longitude, elevation). Table S2A . List of environmental variables used in a principal component analysis. Twenty-three climate variables were compiled from ClimateNA (Wang 2012) based on 1971-2000 Table S2B . PCA loadings for the first two components Table S3A . Summary of biological terms overepresented in introgressed regions. Table S3B . Detailed enrichment analysis Table S4 .A. Genes associated with NBS-LRRs domains. Table S4 .B. Pfam terms associated with NBS-LRRs domains based on a keyword search of Pfam database. Table S4 .C. P. balsamifera introgressed genes in P. trichocarpa that are associated with enriched PF01582 (in bold) Table S4 .D P. trichocarpa introgressed genes in P. balsamifera that are associated with enriched PF00560 (in bold) Table S5A . ANOVAs comparing the average Tajima's D values in each introgressed regions with that in windows without signals of unusually high levels of introgression Table S5B . Introgressed regions and windows with Tajima's D values above 95% or below 5% the genome wide distribution Table S6 . Alpha values across all the introgressed regions for the 50 pure species individuals (P. trichocarpa and P. balsamifera). Table S1 . List of P. trichocarpa and P. balsamifera accessions used in this study and biogeographical data (latitude, longitude, elevation). WG: whole genome analysis in RASPberry and type of individuals used; admixed P. trichocarpa (admixedtricho), admixed P. balsamifera (admixedbalsa), reference P. trichocarpa (reftricho) and reference P. balsamifera (refbalsa). Ancestry levels across each of the 19 chromosomes are based on RASPberry analysis. AP individuals are genotypes from Alberta Pacific breeding program, supplied by Dr. Barbara Thomas. They do not belong to the core AgCanBaP collection. Sp: species. Down: removed from downstream analyses. Table S3B 
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